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Abstract: Afull -lengthcDNAofli  ght- harvestin gchloro phylla /b (cab) genewasc onedfromthe
firststrandof Moso ( Phyllogachys edulis ) cDNAthrou ghRT - PCRandRACE-PCRmethods,
namedas cab-PhE1l ( GenBankaccessionnumber:EU327783 ). Thden gthof cab-PhE1l is
1154b p, whichcontainsano  penreadin gframe (753b p) encoding250aminoadci ds.T hebioinforma -
ticsand ysisindicatedthatthe  proteinencodedb y cab - PhE 11 hadonechloro phlla /bbindin gdo -
main(62th [ 239th position) ,oneN -glycosylationsite,oneCaseainkinasd | phosphor ylationsite five
N myristoylationsiteandonealanine  -richre gion profile.Theaminoacidse guenceof cab - PhE 11
showedhi ghsimilarit ywiththecab  genesof Zea mays Vigna radiaa , Arabido psis thaliana and
Nicotiana tabacum , morethan80%res  pectivd y,whichindicatedthat cab - PhE11 genebdon gs
to Ihcb6 genefamil y.
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